Bruker Amazon X

ESl-lon Trap Mass Spectrometer

Direct Injection



If Hystar is not open when you arrive at.the. computer, open it using the icon on the start
menu.

To gather data,
use Hystar.

To analyze data, use
Data Analysis.
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Open your sample table by selecting the sample table icon and navigating to your sample table. (If this is the first time you are using the instrument, go to your

Pl group folder and open the IMSERC Sample Table Template.)
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Under the “General” tab you can name your sample, change the vial position, and change the volume of the sample that you would like to inject. You also must
make sure that your data is being saved to the appropriate folder, which can be changed in the “Subdirectory” field.
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Under the “Methods” tab it is possible to change the method that your sample will be run using by navigating through the IMSERC METHODS folder and
selecting the appropriate method.
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| Comment ]

Choose the Direct Method Folder



0] Open Method I —

.
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Lookin: | . Direct Methods ~| e®@ckEBr
( J:_ = Name ’ Date modified Type
=y | Direct_Alt_ACN.m 1/17/2014 4:57 PM File folder
| RemmERCS | oy oect AlACN 20im 1/17/2014 4:47 PM File folder
! ) Direct_Alt_ ACN_50.m 1/17/2014 4:43 PM File folder
Desktop ). Direct_Alt_ ACN_80.m 1/17/2014 4:37 PM File folder
A | Direct_Alt_ MeOH.m 1/17/2014 4:51 PM File folder
rﬁJ | Direct_Alt_MeOH20.m 1/17/2014 4:46 PM File folder
Libraries | Direct_Alt_MeOHS0.m 1/17/2014 4:42 PM File folder
m? | Direct_Alt MeOH80.m 1/17/2014 4:38 PM File folder
Comipoet | Direct_Neg_ACN.m 1/17/2014 4:32 PM File folder
| Direct_Neg_ACN_20.m 1/17/2014 4:30 PM File folder
G.' | Direct_Neg_ACN_50.m 1/17/2014 4:26 PM File folder
Nel;vnrk | Direct_Neg_ACN_80.m 1/17/2014 4:24 PM File folder
| Direct_Neg_MeOH.m 1/17/2014 4:22 PM File folder
| Direct_Neg_MeOH_20.m 1/17/2014 4:19 PM File folder
| Direct_Neg_MeOH_50.m 1/17/2014 417 PM File folder
|} Direct_Neg_MeOH_80.m 1/17/2014 4:15 PM File folder
| Direct_Pos_ ACN.m 1/17/2014 2:10 PM File folder
| Direct_Pos_ACN_20.m 1/17/2014 2:08 PM File folder
| Direct_Pos_ACN_50.m 1/17/2014 2:06 PM File folder
| Direct_Pos_ACN_80.m 1/17/2014 2:03 PM File folder
| Direct_Pos_ACN20_FA80.m 1/17/2014 1:52 PM File folder
| Direct_Pos_ACNS0_FAS0.m 1/17/2014 1:33 PM File folder
| Direct_Pos_ACN80_FA20.m 1/17/2014 1:31 PM File folder
| Direct_Pos_MeOH.m 1/17/2014 1:28 PM File folder
< i
J
| Method name: |dire ct_alt_meohs0
i Filter: [Methods (*.m)

Choose the direct method that you would like to use for your sample.

v | Cancel
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General  Methods | Details | Add. Parameters
Standard Path D-\Methods.
¥ Use Method

[imserc e methods\meoh_100_ak_pos_negm
- Method Parts

LC MeOQH_100_ALT_Pos_Negn

Autosampler {for Agilent G1329A Autosample:

Standard
MS. (HCT/esquire se[MS_Basic_ALT_POS_NEG_.
Datafnalysis l—
BioTools l—

™ FRun Script

Switchos |

For Help, press FL

2000 [m/z)

Chromatogram | Addtional | Signals |

Masses fic

From detector [HCT/esquire series

Time [min]

!%-
Compass
hystar

To add new samples, right click anywhere in the sample table and select “Add New Samples”
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Enter the number of samples you would like to add and check the “Increment Position” box if you would like the program to place the samples in sequential vial
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Once the samples are all completely ready (names, vial positions, methods, etc.) highlight the top sample you would like to run and click the “Acquisition” button
above. If you have a sample below the top one highlighted, it will run through the samples after the highlighted one without running the ones above.
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To turn on the mass spec, right click on the “HCT/esquire” box and select “Operate” under the “Status” menu. (If the Pump ready light stays yellow, you may
have to right click that also and turn the pump on.)
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Once the instrument is ready and all of the boxes above are green, the Start icon will turn light blue in color. Click “Start” under the “Sample Table” button
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If you only want to run one sample, select “Start One Acquisition.” For multiple samples, select “Start Sequence”
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| og | & N L ®
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DATA ANALYSIS

To analyze your data, open “Data Analysis” below (The icon with the two spectra on a white field)
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@
@ [
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| E=E] s
| mfz z I FWHM
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| Open Analysi e l [}
@O-U. » Computer » Data (D) b Data » IMSERC b g Find your Folder y | [ Search iMserc 2| I loley] &
—— e
Organize v New folder S — I— fm @ L
¢ Favorites Name . Date maodified Type Size E
W
B Desktop . 4-Stupp 3 01 18.d 11/4/2013 2:01 PM File felder
s Q) sk ¢ Downloads 4-Stupp_4_0119.d 11/5/20133:21 PM  File folder
o " Recent Places CalB_1_01_20.d 11/4/20133:49 M Filefolder =)
Spectrum View CalB2 01 8.d 11/5/2013 3:10 PM File folder
4 Libraries CalB_2 01 9.d 10/31/20139:38 AM  File folder
[% Documents CalB_2.01 11.d 11/5/2013 310 PM  File folder :
o Music CalB-pos-neg_1.01_14.d 11/1/20131:25 AM  File folder CkOOSQ HOMY' ddtﬂ ﬁfﬁ
[&=] Pictures 1 Checks 11/4/2013 251 PM  File folder
B videos 1 DianaR 11/4/2013 5:07 PM File folder =|
Mari--CM5-290_4 01 37.d 11/5/201311:52 AM  File folder
/% Computer Mari--CMS-290 4 01_38.d 11/7/2013 1:04 PM File felder
£, Programs (C3) Mari--CMS-290-2_4_01_39.d 11/5/2013315PM  File folder
[y Data (D:) Mari--CM5-290-3_MeOH_4_01_40.d 11/8/201310:29 AM  File folder
g working (Wimsercfil Reserpine_1_01 _6.d 10/31/20139:40 AM  File folder
Ca Service (Z3) '\ Reserpine 1 01 7.d 10/31/2013 8:00 AM  File folder
reserpine_1 01 10.d 10/31/20139:40 AM  File felder A
€ Network 1 reserpine_1 01 12.d 10/31/20139:44 AM  File folder T
B" = a [@al reserpine-pos-neg_2_01_13.d 10/31/20139:56 AM  File folder N | Res
RK2-183_3_01_15.d 11/5/2013 3:15 PM File folder
Compound Spectra
Tntena! RK2-183' 3 01 16.d 11/4/2013 200 PM  Filefolder
107 1 RK2-183_purified_3_01_35.d 11/4/2013 5:14 PM File folder .
L5 e
Analysis type: Description: Result: E
10 . .
IFSITEE EpaTioe @ A
0.5 Sample: Date: trace definitions
Method:
an
%102 :
25 Analysis file name: ~ | All Analyses (*.d:*anl msf"sc v
2.0 [ Help 1 | Open _l

Find your group’s folder and the folder you saved your samples to. Choose your sample’s file.
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E Chromatogram | Addtional | Signals
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— ®
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15
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o sk
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2
D
1
i |lass
L5 liystar

A square on a chromatogram shows which chromatogram you are working with
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By clicking and dragging over the chromatogram you can view the averaged spectra for that range.
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To work with this spectra you must right click on it, and select “Copy to Compound Spectra”
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Repeat above with second chromatogram (if you ran Alt Pos/Neg)
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Spectrum as Background”
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cleaner subtracted spectrum.



